Dr. Francisco Pefiagaricano
Assistant Professor
Department of Animal Sciences, University of Florida

Francisco Pefiagaricano is Assistant Professor of Quantitative Genetics
and Genomics in the Department of Animal Sciences at the University
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la Republica. He continued his graduate studies at the University of
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Francisco’s research interests are in quantitative genomics and computational biology. His research
program focuses on development and application of methods to dissect the genetic architecture of
economically relevant traits in livestock. He typically combines large, nationwide phenotypic datasets or
field experiments, with high throughput genomic technologies, and advanced theoretical, statistical and
computational methods in order to elucidate the connection between (epi)genome and phenotype. His
research involves gene mapping, gene-set analysis, genomic prediction, network modelling, methylome
and transcriptome analysis, and multi-omics data integration.
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